In this brief data article, we present the precise structural information, PARD data and thermographic analysis of the Tb-cluster. Detailed structure, luminescence and detecting properties were discussed in our previous study (Zhao et al., 2017) [1]. The data includes the coordination modes of ligand, PXRD patterns of these Ln-MOFs, thermostability, detailed bond lengths and bond angles of the Tb-cluster.
Data
The crystal structure of Tb-cluster has the chemical formula [1] of [Tb 2 (TFMBA) 6 (phen) 2 ] (HTFMBA¼2,4,5-Trifluoro-3-methoxybenzoic acid, phen ¼phenanthroline) [Ln(ADA) 1.5 (phen)] n . As shown in Fig. 1 , two crystallographically independent Tb 3 þ are bridged by four carboxyls, each dinuclear second building unit (SBU) contains two Tb 3 þ , two phen and six fully deprotonated TFMBA, forming a electroneutral unit. Two phen arranged at both ends of the Tb-cluster. The prodrug of TFMBA has two coordination modes of bridge (mode I in Fig. 2 ) and chelation (mode II in Fig. 2 ). Detailed information about bond lengths and angles for Tb-cluster are listed in Table 1 , it shows that the bond lengths and angles are in the normal value as our previous reports [2] [3] [4] [5] [6] [7] [8] [9] . PXRD ( Fig. 3 ) Fig. 1 . The SBU cluster structure shows the coordination environment of Tb 3 þ , two chelated phen arranged at both ends of the dinuclear cluster. (59) 1.391 (7) F(17)-C(45) 1.348(6) C(52)-C (51) 1.398 (7) C(46)-C(47) 1.369(7) C(52)-C (57) 1.433 (7) C (46) (70) 1.405 (7) O (7)-C(17) 1.251(5) C(67)-C (68) 1.436 (7) C(17)-C (18) 1.506(6) C(64)-C (63) 1.403 (7) C(72)-C(71) 1.399(7) C(64)-C (69) 1.432 (7) C ( patterns of as synthesized Tb-cluster competes well with simulated result, indicating the bulk sample is highly pure and the synthesis and separation of the Tb-cluster is successful. TGA result indicates the Tb-cluster is highly stable in air (stable up to 203°C), indicating the Tb-cluster has highly thermostability in the atmosphere (Fig. 4) . Fig. 3 . PXRD patterns of as synthesized Tb-cluster competes well with simulated Tb-cluster.
